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Figure 3. An illustration of thinning of haplotypes in the direction 
of a range expansion.
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Figure 1. Sampling design for P. 
platyrhinos. Green dots  = 
samples in genetic analyses; 
White dots = additional museum 
records used in niche analyses.

Figure 4. Distribution of major clades (left) identified from the 
haplotype network (right). Circle sizes in the map reflect the 
sample size at each location (n = 1 to 6). The clade numbers and 
colors correspond to those on the network. The polygons show 
areas with low genetic diversity identified as Expanding west and 
Expanding east groups.  

Figure 5.  Scatter plot for the first 
two principal components derived 
from 19 bioclimatic variables for the 
Stable group (multicolored dots), 
Expanding western (green dots), 
and Expanding eastern (red dots) 
groups. 

Figure 6. Ecological niche models based on 19 bioclimatic variables 
for Stable (left), Expanding western (center) and Expanding eastern 
(right) groups for current (first row) and LGM (second row) 
climates.The green shading depicts the extent of the climatic niche 
with 0% (lighter) and 10%  (darker) omission. 
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Figure 2. Bayesian 
Skyline Plot derived 
from mtDNA data. The 
red line is the median 
and the yellow lines 
show 95% posterior 
density limits. 
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